Pag. 2 Vol 1(2)

MES ISSN 1659-2182 2006 Vol. 1 (3): 14

FE DE ERRATAS

Donde dice “Cuadro 1” léase Apéndice 1
Donde dice “Cuadro 2” léase Apéndice 4.

En el articulo publicado en MES 1(1):44-62 titulado A perfomance evaluation of pattern-based
and event-based methods of historic biogeography: recovering the historical signal, del autor

Federico Villalobos se omitieron por error dos cuadros que se presentan a continuacion

Table 1. Percent of common groups for BPA and RTA for each data set analyzed.

Technique

Effect tested

Data set Monophyletic Group PSG
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1111111
1111111
1111111
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1111111
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111110
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111110

Redundant Taxa

aaA-rF 1111111
aaB-rF 1111111
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1111111

aaE-rF 1111111
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arF-b
arF-c

1111111
1111111
1111111

111110
111110
111110
111110
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Widespread Taxa

adcl1-1X1111111
adel2-1x 1111111
adel3-1x 1111111

adcl13

1111111

adel5-3x 1111111
adcl4-2x 1111111

111110
111110
111110
111110
111110
111110

Different Phylogenetic.

relationships

drcldl 1111111
drcld2 1111111
drcld3 1111111
drcld4 1111111

111110
111110
111110
111110

Polytomies

pnd7-1x 1111111
pnd7-2x 1111111
pnd7-3x 1111111
pnd7-4x 1111111
pnd7-5x 1111110
pnd78-1x1111111
pnd79-1x1111111

111110
111110
111110
111110
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111110
111110
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Absent Areas

aa-b
aa-d
aa-f

1111111
1111111
1111111

111110
111110
111110
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aa-c 1111111111110

aa-ac 1111111111110

aa-db 1111111111110

aa-ef 1111111111110

Redundant Taxa aaA-rF 1111111111110
aaB-rF 1111111111110

aaC-rf 1111111111110

aaE-rF 1111111111110

arF-a 1111111111110

arF-b 1111111111110

arF-c 1111111111110

RTA Widespread Taxa adcl1-1X111111111111,0
adel2-1x 1111111111110

adel3-1x 1111111111110

adel13 1111111111110

adel5-3x 1111111111110

adel4-2x 1111111111110

Different Phylogenetic dr-cldl 1111111111110
relationships drcld2 1111111111110
drcld3 1111111111110

drcld4 1111111111110

Polytomies pnd7-1x 1111111111110
pnd7-2x 1111111111110

pnd7-3x 1111110111109

pnd7-4x 1111110111109

pnd7-5x 1111110111109
pnd78-1x111111111111,0

pnd79-1x1111111111110
Note: Data set according to Appendix |. ** monophyletic groups: G: (E+F), H: (D+E+F), |. (C+D+E+F), J:
(B+C+D+E+F), K: (A+B+C+D+E+F).

Table 2. Number of ad hoc events postulated by each BPA, RTA and DIVA.

Technique Effect tested Data Set VGVE D DaDISEXTES
BPA Absent Areas aa-b 54000 1 24
aa-d 54000 1 24

aa-f 5 4000 1 24

aa-c 5 4000 1 24

aa-ac 53000 2 23

aa-db 53000 2 23

aa-ef 5 3000 2 23

Redundant Taxa aaA-rF 5 4 011 0 25

aaB-rF 5 4 011 0 25

aaC-rf 5 4011 0 25

aaE-rF 5 4 01 1 0 25

arF-a 55022 0 27

arF-b 55022 0 27

arF-c 55031 0 27

Widespread Taxa adcl1-1X5 4 01 1 0 25

adcl2-1x 5 4 01 1 0 25

adcl3-1x 5 4 01 1 0 25

adcll3 5 3 02 2 0 25
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adel5-3x 5 2 03 3 0 25

adcl4-2x 5 3 02 2 0 25

Different Phylogenetic dr-cldl 5 3 02 2 0 25
relationship dr-cld2 5 4 011 0 25
drcld3 5 4 011 0 25

drcldd 5 4 01 1 0 25

Polytomies pnd7-1x 5 4 00 0 0 24
pnd7-2x 5 4 00 0 0 23

pnd7-3x 5 4 00 0 0 22

pnd7-4x 5 4 00 0 0 21

pnd7-5x 4 4 00 0 0 20

pnd78-1x5 4 00 0 0 23

pnd79-1x5 4 00 0 0 23

DIVA Absent Areas aa-b na nananaNa na 24
aa-d na na nana Na na 24

aa-f na na nana Na na 24

aa-c na na nanaNa na 24

aa-ac na na nana Na na 23

aa-db na na nana Na na 23

aa-ef na na nana Na na 23
Redundant Taxa aaA-rF na nananal/4na 25
aaB-rF  na nananal/3na 25
aaC-rf  nanananal/3na 25
aaE-rF  na nanana0/3na 25
arF-a na na nana 2/4 na 27
arF-b na na nana 1/4 na 27
arF-c na na nana 2/4 na 27
Technique Effect tested DataSet VG VED Da DISEXTES
DIVA Widespread Taxa adcll-1X na nanaNa 1/5na 25
adcl2-1x na nanaNa 1/4na 25
adcl3-1x na nanaNa 1/4na 25
adcl13 na nanaNa NAna 25
adcl5-3x na nanaNa 3/6na 25
adcl4-2x na  nanaNa 2/5na 25
Different Phylogenetic dr-cldl na nanaNa na na 25
Relationship dr-cld2 na nanaNa na na 25
dr-cld3 na nanaNa na na 25

dr-cld4 na nanaNa na na 25

RTA Absent Areas aa-b 5 4 00 na 1 24
aa-d 5 4 00 nal 24

aa-f 5 4 00 nal 24

aa-c 5 4 00 nal 24

aa-ac 5 300 na 2 23

aa-db 5 300 na 2 23

aa-ef 5 300 na 2 23

Redundant Taxa aaA-rF 5 4 1 4 na 4 25
aaB-rF 5 4 14 na 4 25

aaC-rf 5 4 13 na 3 25

aaE-rF 5 300 na 2 25

arF-a 5 520 na 0 27

arF-b 5 520 na 0 27

arF-c 5 5 2 10 na 10 27
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Widespread Taxa adcll-1X 5 4 15 na 5 25
adcl2-1x 5 4 13 na 3 25
adcl3-1x 5 4 11 nal 25
adcll3 5a/5b5 2 5a/lbna 6 25
adcl5-3x 5 2 519 na 19 25
adcl4-2x 5 5 28 na 8 25
Different Phylogenetic dr-cldl 5 329 na 9 25
Relationship dr-cld2 5 4 14 na 4 25
drcld3 5 4 15 na 5 25
drcld4 5 4 16 na 6 25
Polytomies pnd7-1x 5 4 13 na 3 24
pnd7-2x 5 4 26 na 6 23
pnd7-3x 4 4 26 na 6 22
pnd7-4x 4 4 13 na 3 21
pnd7-5x 4 4 00 na 0 20
pnd78-1x 5 4 27 na 7 23
pnd79-1x 5 4 28 na 8 23

Simbology: VG: number of vicariant events on the General Area Cladogram. VE: number of vicariant events on the
efect clade. D: number of duplications (ie simpatric events). Da: number of area duplications. DIS: number of dispersal
events, Ext: number of extintion events. ES: speciation events (= number of nodes in the data set)



